Scale CM051314.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_027942865.1 16,178,000 16,179,000 16,180,000 16,181,000 16,182,000 16,183,000 16,184,000 16,185,000 16,186,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g781.t1 g781.t2 g781.t3

DR0453466

DR0453466 (TG)n DR0453595 DR0452852 (TG)n DR0453049

(TG)n (AC)n

(CT)n GA-rich DR0452937

GC Percent

Repeats