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CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

PIK3C2G
PIK3C2G
PIK3C2G
PIK3C2G
PIK3C2G

PIK3C2G
PIK3C2G
PIK3C2G
PIK3C2G
PIK3C2G

A-rich
(A)n

(T)n (TTTCAC)n
(TTTTGT)n

(TCTT)n

GC Percent

Repeats


