Scale 5 kbt { GCF_002078875.1

NC_034409.1: | 64,814,000 | 64,815,000 | 64,816,000 | 64,817, OOOP| 64, 8%8 ,000 |W d64 819,000 | 64,820,000 | 64,821,000 | 64,822,000 |
rcent in 5-Ba ndow:
GC Percent | 1 1111111 1NN W e III \II I Il llllﬁ(i (ﬁ eﬁ ?FFI |I ﬁIIIIHI III I I III IIIIIIIII LALARY {10 AT T TR 1L T
Bl RefSeq genes, curated and predicted sets (NM_*, XM_* P_*)
PIK3C2G
PIK3C2G
PIK3C2G
PIK3C2G
PIK3C2G
NCBI RefSeq genes, curated subset (NM_*, NR * NP_*or YP_ *)
NCBI RefSeq genes, predicted subset (XM_* or XR )
PIK3C2G
PIK3C2G
PIK3C2G
PIK3C2G
PIK3C2G
NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*)

Augustus Gené Predictions —

Auqustus

RefSeq mRNAs mapped to this assembGy
CpG Islands (Islands < 300 Bases are Light Green)
Unmasked CpG

I Re eatlx/lasker Repetitive Elements
A-rich 1 (T?n (TTTCAC)n | (TCTT)n |
Repeats An | (TTTTGT)n =
. Simple Tandem Repeats by TRF
Simple Repeats 1

l
WM +SDust 11 THEIT 111 1 m i 1 Genaic Intervals Masked by WindowMasker + sDust g TR IEEEIIRE]



