Scale CM073167.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_037038515.1 74,338,000 74,339,000 74,340,000 74,341,000 74,342,000 74,343,000 74,344,000 74,345,000 74,346,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g981.t1

NM_053932.1

MT2A ORR1D1

DR0571535 (CACA)n DR0339483 DR0571011 DR0571521

MicOch-1.49 (TTTTG)n

A-rich MTEb DR0338963 (CTG)n

DR0571673

GC Percent

Repeats