Scale CM078529.1:

Unmasked CpG

Simple Repeats WM + SDust

5 kb GCA_039906515.1 66,250,000 66,251,000 66,252,000 66,253,000 66,254,000 66,255,000 66,256,000 66,257,000 66,258,000 GC Percent in 5-Base Windows Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green) RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF Genomic Intervals Masked by WindowMasker + SDust g718.t1 NM_004274.5

(AATA)n LFSINE_Vert

MER5A1 LTR81 L2a (T)n

(A)n L4_A_Mam L2c L2

GC Percent

Repeats