Scale OX438716.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_949316205.1 10,444,000 10,445,000 10,446,000 10,447,000 10,448,000 10,449,000 10,450,000 10,451,000 10,452,000 10,453,000 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

DR0610668 DR0480879 DR0611814 DR0610510 DR0480879 DR0611791

GA-rich DR0482844 DR0612000 A-rich

(AAAT)n

(CTGCG)n

(TAAGA)n DR0481945

DR0610601 DR0480878 (AC)n (CA)n

DR0611940 DR0450145 DR0528548

(CCT)n DR0481289

DR0451339 DR0610601 DR0480879

GC Percent

Repeats