Scale OX393525.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_947650265.1 18,987,000 18,988,000 18,989,000 18,990,000 18,991,000 18,992,000 18,993,000 18,994,000 18,995,000 18,996,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g787.t1 g787.t2

NM_001324495.1

DR0184537 DR0184595 DR0184537

DR0184618 DR0184096 DR0184219 DR0184382 DR0184718 (CTTT)n

(A)n (GTAT)n (TG)n (AC)n

DR0184639

DR0184782 (TT)n

DR0184621 DR0184170

GC Percent

Repeats