Scale OY482845.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_960531495.1 21,922,000 21,923,000 21,924,000 21,925,000 21,926,000 21,927,000 21,928,000 21,929,000 21,930,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g1384.t1 g1384.t2

NM_001128539.1

DR0015218

DR0283790 G-rich

(CT)n (CTCC)n G-rich (TG)n (TATGTG)n

(AGGCAG)n

DR0015210 (T)n

DR0145076

DR0144768

DR0015284

DR0285130

(GT)n

DR0014913 DR0015250

DR0285858

DR0286373

(AC)n

GC Percent

Repeats