Scale OY725508.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963280865.1 22,087,000 22,088,000 22,089,000 22,090,000 22,091,000 22,092,000 22,093,000 22,094,000 22,095,000 22,096,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g698.t3 g698.t1 g698.t2

NM_001173819.1

DR0184526

DR0104279

DR0028996 DR0456492 DR0285995 DR0162799 DR0636433 DR0112496 DR0654673

DR0286459 DR0123087

DR0150379

DR0111131

DR0181758 DR0150815 DR0154822

A-rich (TTTAT)n

DR0612623

DR0561409

DR0382239 DR0366657

DR0516003

DR0518258 (ATT)n (GTCT)n (ATGT)n

DR0516003

(CAGA)n DR0063726

DR0182080

DR0096638

DR0137423

(GATA)n DR0140422

(T)n (A)n

DR0115727

DR0636323

DR0604325

DR0199377

DR0651628

(GT)n

DR0141319 (AC)n DR0529295

(AT)n

(GT)n

(AT)n DR0198826 (GT)n (CT)n (TCTT)n

DR0435605 (ATTACT)n DR0518258

DR0076209

GC Percent

Repeats