Scale 5 kbt | GCA_905368555.1

HG999680.1: | 64,692,000 | 64,693,000 | 64,694,000 | 64,695,000 | 64,696,000 | 64,697,000 | 64,698,000 | 764,699,000 |

GC Percent INNUAMT {1 Wit vnmmrmn oo onmnn oS GESEAMTEERSS OSSR oo oom—n o o am

Ensembl genes 2022_03
b 1 PYROXD1 sl

64,700,000 |

PYROXD1 munili

PYROXD1 =i

Augustus Gene Predictions
01596.t1 I

01596.t2 i

01596.t3 I

TOGA annotations usir}g chicken/’gaIGaIG as reference
PYROXD1 ENSGALT00000021514.5.1

RefSeq mRNAs mapped to this assembl
L il yPYROXDl L

CpG Islands (Islands < 300 Bases are Light Green)

Re titive Elements
CR1-Y1_Aves (s CRl-Yl_AvespeWe CR1-Y1_Aves H
CR1-Y2_Aves H A-rich | Mn |
Repeats CR1-Y2 Aves |
TGN |
CR1-Y1 Aves EEE

Unmasked CpG

. Simple Tandem Repeats by TRF
Simple Repeats

WM + SDust | EEnnn W m ) Fenomiqnteryals Masked by WindowMaskergs SDISE v im0 11

CR1-Y2_Aves



