Scale CM051822.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_028451465.1 56,217,000 56,218,000 56,219,000 56,220,000 56,221,000 56,222,000 56,223,000 56,224,000 56,225,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g788.t1

NM_001355547.1

DR0489613 DR0489769 MLT1J L1ME3G DR0488856 Tigger5b_Glire

(AT)n DR0489109 DR0489644 DR0489095

DR0489127 DR0488870

L1ME4c

DR0489152 MER58B

DR0489328

DR0489347 MER58B

(TA)n L1MA7 LTR102_Mam DR0489138

DR0489622

DR0489315 MER3

L1M4c

GC Percent

Repeats