
Scale
CM072283.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_036873955.1
72,227,000 72,228,000 72,229,000 72,230,000 72,231,000 72,232,000 72,233,000 72,234,000 72,235,000 72,236,000

GC Percent in 5-Base Windows

Augustus Gene Predictions
RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

(A)n
(AC)n

(A)n

CR1-3_Croc
A-rich

(CAGCG)n
(CGCC)n
(GCGG)n
(CGCCC)n

(GCGGC)n

(TGTC)n
(TGTG)n

(TCTTC)n
(AT)n

(A)n
(AAAT)n

GC Percent

Repeats


