Scale OZ022339.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963989245.1 38,272,000 38,273,000 38,274,000 38,275,000 38,276,000 38,277,000 38,278,000 38,279,000 38,280,000 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

DR0101539

DR0437852 DR0157378 DR0157378

DR0317157 DR0032550 DR0032818 DR0032818 DR0032818 (TAACAA)n

(TGAGA)n (AGTAT)n (CATT)n

(TATAA)n

DR0263058

(A)n DR0526855

DR0318919 (A)n (CA)n (GA)n (TG)n

DR0317377 DR0437692

DR0437799

DR0245346 DR0157708

DR0437645

GC Percent

Repeats