Scale OZ005709.1:

Unmasked CpG

Simple Repeats WM + SDust

5 kb GCA_963930695.1 12,670,000 12,671,000 12,672,000 12,673,000 12,674,000 12,675,000 12,676,000 12,677,000 12,678,000 12,679,000 GC Percent in 5-Base Windows Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green) RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF Genomic Intervals Masked by WindowMasker + SDust g478.t1 g478.t2 NM_030110.2

DR0141210 DR0140988 DR0140320 DR0141054

DR0140320

DR0140646

DR0140396

(GT)n

DR0141295 DR0141067 DR0140278

DR0141019 DR0140992 DR0140557

A-rich

(AC)n (GT)n

(TG)n DR0141124

DR0140603

DR0140487

(CA)n

(AC)n

(GT)n DR0140908

DR0140459

(ACACGC)n

DR0140255 DR0141066

DR0140674

DR0140427

DR0140515

GA-rich (CA)n

(GT)n

DR0140320 (GATAAA)n DR0141080

DR0140703 DR0140882

DR0140943 DR0140759

GC Percent

Repeats