Scale OZ077143.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_964188405.1 36,217,000 36,218,000 36,219,000 36,220,000 36,221,000 36,222,000 36,223,000 36,224,000 36,225,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g1296.t1

NM_199614.1

DR0140373 DR0139678 (TCTTTT)n (CA)n DR0089047 DR0068569

DR0055235

DR0560230 DR0358959 DR0638750 DR0604461

DR0198826

DR0612624 DR0015011 DR0518258

DR0160014

DR0140188

(TTTAT)n

DR0285844 DR0261629

DR0375419 DR0459215

GC Percent

Repeats