Scale OY740781.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963514005.1 62,481,000 62,482,000 62,483,000 62,484,000 62,485,000 62,486,000 62,487,000 62,488,000 62,489,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g732.t1

NM_001292454.1

DR0629675

DR0631536 DR0630839

DR0630134

DR0630170 DR0631363 DR0631098 DR0629913 DR0629807 DR0630782

DR0630091

DR0629857

DR0629865 DR0630090 DR0629823 DR0631729 DR0630152 DR0630827

DR0630540 DR0629981

DR0630315 DR0631096 DR0630598 DR0630195 DR0629887 DR0630307 DR0631693 DR0631815 DR0631664 DR0629809

DR0631303 DR0629839 DR0629876

DR0630018

DR0629807

DR0630642

DR0630051

DR0629956 DR0631330

DR0629766

DR0630062

GC Percent

Repeats