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Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly
CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

Lx8
Lx10
(GT)n

(AGAT)n
L1MB4

L1MB5

L2c
PB1D9

B4
L2c

Charlie4z

B4A

(ATAA)n

L2b
L1MB2

tRNA-Ala-GCA
(ATGG)n

(GGTGAT)n

(AG)n

PB1D7

B4A

(AATA)n

L1MC

PB1D9

B4A

(CATG)n
(CACATA)n

PB1D9

(AAAT)n

tRNA-Ala-GCY_

L1MC2

B4

(AC)n

B4

PB1D9
PB1D7

(TTAA)n

B4A

L1MC3

L1ME4b

(TG)n

PB1D9

B4
Lx7

GC Percent

Repeats


