Scale CM020141.1:

Unmasked CpG

Simple Repeats WM + SDust

5 kb GCA_009769525.1 44,308,000 44,309,000 44,310,000 44,311,000 44,312,000 44,313,000 44,314,000 44,315,000 44,316,000 44,317,000 GC Percent in 5-Base Windows Augustus Gene Predictions TOGA annotations using chicken/galGal6 as reference RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green) RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF Genomic Intervals Masked by WindowMasker + SDust

FAM155A_rna-XM_001231424.4.1 NM_001083776.1

TguLTR5e CR1AVI

(A)n TguLTR5d

GC Percent

Repeats