Scal kbt | GCF_037176945.1
NC_088139. 1 | 144,024,000 1 144,025,000 | 144,026,000 | 144,027,000 | 144,028,000 | 144,029,000 | 144,030,000 | 144,031,000 | 144,032,000 |

C Percent || 11N RNERN ORI AN | O T RO O 0 0 ﬂ;@ﬁmﬁlﬁ\i}ﬁﬂmWflllll-III\II\-IIII\II I--II I e e
NCBI RefSeq genes, curated and predicted sets (NM_*, XM ' *)

LOC135360177
NCBI RefSeq ?enes curated subset (NM_*, NR_*, NP_* or YP_*)
NCBI RefSeq genes, predicted subset (XM_* or XR )
LOC135360177
NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*)
Augustus Gené Predictions —
Augustus

RefSeq mRNAs mapped to this assembl
G Islan lands < 300 Bases are Light

Unmasked CpG I ﬂ]

(ACG)n 1§
(CACCAG)n B TG)n §
Repeats A-rich B

Repeatlk/lasker RFpetmve Elements

Simple Tandem Repeats W TRF
Simple Repeats

WM+SDustII_WII-I TR I



