Scale CM057460.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_030035585.1 76,976,000 76,977,000 76,978,000 76,979,000 76,980,000 76,981,000 76,982,000 76,983,000 76,984,000 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

L2c MLT1F MLT1O L2a LTR91A

MLT1I tRNA-Asn-AAC

MER5A GA-rich

L1ME4a L2b MLT2B1

MER5A

GC Percent

Repeats