Scale 5 kbt | GCF_023638135.1
NC_079288.1: | 42,456,000 | 42,457,000 | 42,458,000 | 42,459,000 | 42,460,000 | 42,461,000 | 42,462,000 | 42,463,000 | 42,464,000 |
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