Scale OZ034936.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_964030765.1 10,145,000 10,146,000 10,147,000 10,148,000 10,149,000 10,150,000 10,151,000 10,152,000 10,153,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g723.t3 g723.t2 g723.t1 g724.t4 g724.t5 g724.t3 g724.t2 g724.t1

DR0144617

(ACTGTTT)n DR0285590 (ATCT)n (CA)n DR0284812 DR0284812

DR0286017 (TTA)n (TG)n

(TA)n DR0286304

DR0286305 DR0286305

DR0144651

DR0283852 DR0286305

GC Percent

Repeats