
Scale
CM043327.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_023851605.1
78,143,000 78,144,000 78,145,000 78,146,000 78,147,000 78,148,000 78,149,000 78,150,000 78,151,000

GC Percent in 5-Base Windows

Augustus Gene Predictions
RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

rnd-3_family-104
rnd-1_family-28

(T)n
rnd-1_family-134

rnd-1_family-34

rnd-1_family-81

rnd-1_family-1

rnd-1_family-86

rnd-3_family-300
(CTC)n

rnd-1_family-9

rnd-1_family-115

rnd-1_family-35

rnd-1_family-84

rnd-1_family-47
(ATAG)n

rnd-4_family-2419
rnd-4_family-453

rnd-5_family-11776
rnd-5_family-7089

rnd-1_family-134

rnd-1_family-4
rnd-1_family-7

(CCTT)n

rnd-1_family-15

GC Percent

Repeats


