Scale NC_041394.2:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_900747795.2 118,927,000 118,928,000 118,929,000 118,930,000 118,931,000 118,932,000 118,933,000 118,934,000 118,935,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*) NCBI RefSeq genes, predicted subset (XM_* or XR_*) NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

DR0125906DR0075793 DR0032060 DR0527005 DR0234767

DR0403697 DR0337099

DR0404658 DR0256167 DR0153270 DR0065887 DR0421628 DR0084503 DR0178991

DR0269264 DR0066088 DR0421214 DR0450886 DR0493674 (T)n

(TTTTCT)n DR0273923

DR0581662

DR0335843 DR0258546

GC Percent

Repeats