Scale
CM073121.1:

GC Percent
g584.t3
g584.t1
0584.t2

NM 212673.1

5k
| 21,968,000 | 21,969,000 | 21,970,000 |

1 GCA_037039145.1
21,971,000 | 21,972,000 | 21,973,000 | 21,974,000 |

21,975,000 | 21,976,000 |
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