
Scale
NC_052067.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_015852505.1
58,809,000 58,810,000 58,811,000 58,812,000 58,813,000 58,814,000 58,815,000 58,816,000 58,817,000

GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)
NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*)
Augustus Gene Predictions

TOGA annotations using human/hg38 as reference
RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

L2c L2c
GA-rich

UCON86
L2c

(TATT)n
(TATA)n

(TGA)n

MIRb
MIRb

MIR

MIR3

(TAA)n

MIRb
L2

X20_LINE

MIRb

MIRb

(ATT)n
MIR1_Amn

MIR1_Amn

L2c

MIRc

MIRb MIR
MIRb

GC Percent

Repeats


