Scale OU342804.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_910591455.2 10,561,000 10,562,000 10,563,000 10,564,000 10,565,000 10,566,000 10,567,000 10,568,000 10,569,000 10,570,000 GC Percent in 5-Base Windows

Ensembl genes 2022_05

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust scamp2l scamp2l

BBS4

g388.t1 g388.t2 g388.t3 g389.t1 g389.t2 g389.t3

NM_001195299.1

DR0581866 (TG)n

DR0582715

(AACTAA)n

DR0057622

DR0583374 (ATT)n DR0581534 DR0582170 DR0581534

DR0057586 (TA)n (C)n

DR0583458 DR0057709

GC Percent

Repeats