
Scale
NC_045000.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_008822105.2
50,633,000 50,634,000 50,635,000 50,636,000 50,637,000 50,638,000 50,639,000 50,640,000 50,641,000 50,642,000

GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)
NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)
NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*)

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly
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