Scale LR584441.1:

Unmasked CpG

Simple Repeats WM + SDust

5 kb GCA_901001165.2 32,511,000 32,512,000 32,513,000 32,514,000 32,515,000 32,516,000 32,517,000 32,518,000 32,519,000 GC Percent in 5-Base Windows Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green) RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF Genomic Intervals Masked by WindowMasker + SDust g59660.t1

DR0157171 DR0157426

DR0157591 DR0157146

DR0157874

DR0157073

(TCTCTTT)n (AC)n

DR0157631 DR0157986

(AC)n

(TCCC)n (TG)n

DR0157958 DR0157378 DR0157018

DR0157840 DR0157181

DR0157355 DR0157482

DR0157642

DR0157991

DR0157631

GC Percent

Repeats