
Scale
CM050508.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_027563665.1
71,071,000 71,072,000 71,073,000 71,074,000 71,075,000 71,076,000 71,077,000 71,078,000 71,079,000

GC Percent in 5-Base Windows

Augustus Gene Predictions
RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

tRNA-Phe-TTY
(TC)n

(TATTA)n
(AATTATA)n

MIR
L1M4

(TATTT)n
(TTTTTA)n

L1M4a2

GC Percent

Repeats


