Scale OX439247.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_949319135.1 23,582,000 23,583,000 23,584,000 23,585,000 23,586,000 23,587,000 23,588,000 23,589,000 23,590,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g1069.t1

DR0267409 DR0267409 DR0266354 DR0267416 DR0267585

DR0267585 DR0267409 (AC)n

(AATTATA)n

DR0267585

DR0267532 DR0267727 A-rich (AC)n

DR0267585 A-rich

DR0267691

(TTTCA)n

DR0267585 DR0267585

DR0267585

DR0266766

DR0268026

DR0267418 DR0267518

GC Percent

Repeats