Scale 5 kbt | GCF_020382885.2
NC_058493.1: | 9,951,000 | 9,952,000 | 9,953,000 | 9,954,000 | 9,955,000 | 9,956,000 | 9,957,000 | 9,958,000 | 9,959,000 |
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