Scale 5 kb 1 GCF_902362185.1
NC_044495.1: | 21,042,000 | 21,043,000 | 21,044,000 | 21,045,000 | 21,046,000 | 21,047,000 | 21,048,000 | 21,049,000 | 21,050,000 |
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