Scale NC_071505.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_027887155.1 118,680,000 118,681,000 118,682,000 118,683,000 118,684,000 118,685,000 118,686,000 118,687,000 118,688,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

XM_054036563.1 XM_054036572.1 XM_054036525.1 XM_054036533.1 XM_054036539.1 XM_054036554.1 XM_054036578.1 XM_054036586.1 XM_054036546.1

XM_054036563.1 XM_054036572.1 XM_054036525.1 XM_054036533.1 XM_054036539.1 XM_054036554.1 XM_054036578.1 XM_054036586.1 XM_054036546.1

NM_011444.3

(GA)n DR0094994 (TA)n (AC)n

DR0095011

(AC)n MER133A DR0095126 DR0094838

DR0094895 DR0094111

DR0094895 (ATTAA)n DR0095163 DR0094345 DR0094127

DR0095180 DR0094548

DR0095050

GC Percent

Repeats