Scale LR584231.2:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_901000725.3 9,745,000 9,746,000 9,747,000 9,748,000 9,749,000 9,750,000 9,751,000 9,752,000 9,753,000 9,754,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g12803.t1

NM_001285220.1 NM_001030265.1

DR0154350 DR0154436 (GT)n DR0154153 DR0154189

(CA)n (ATAAGA)n (AC)n

(TACC)n (TG)n

DR0154178

GC Percent

Repeats