Scale NC_085988.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_030014385.1 29,134,000 29,135,000 29,136,000 29,137,000 29,138,000 29,139,000 29,140,000 29,141,000 29,142,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust banp

banp

NM_001020632.1

DR0070338 DR0072381 DR0210846 DR0595227 DR0257392 DR0257876 DR0658965 DR0595809 DR0070281 DR0640218

DR0258184 DR0256930 DR0118161 DR0118161

DR0072831 DR0117063 DR0256930 DR0640209 DR0072433 (AATA)n DR0258527

DR0072433

DR0072562

DR0596325 DR0069903 DR0256773

DR0256737

GC Percent

Repeats