Scale OZ066914.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_964106915.1 46,285,000 46,286,000 46,287,000 46,288,000 46,289,000 46,290,000 46,291,000 46,292,000 46,293,000 46,294,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g461.t1

NM_001199452.2

(CTT)n (TG)n (TAA)n

(AGA)n MIR1_Amn tRNA-Lys-AAG

(TATTTT)n tRNA-Ile-ATT

(CT)n (AC)n

GC Percent

Repeats