Scale OY997638.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963921795.1 30,059,000 30,060,000 30,061,000 30,062,000 30,063,000 30,064,000 30,065,000 30,066,000 30,067,000 30,068,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g932.t1 g932.t2 g932.t3 g933.t1

NM_001030123.1 NM_001266998.2

DR0516003

DR0152490 DR0152142 DR0603447 DR0516003

DR0141086 DR0516003 DR0225525 DR0603102 (TTGA)n

DR0015118

DR0518627

DR0459348

DR0392099

DR0202094 DR0137164 DR0152332

DR0181433 DR0139035

DR0146640

DR0552903

DR0220523 DR0456568 DR0326605 DR0033078

DR0054803

DR0563095

DR0628049 DR0181981

DR0333053 DR0014873 DR0162199 SINE_TE DR0147997 DR0059587

DR0150578 DR0054855

GC Percent

Repeats