Scale CM071533.1:

Unmasked CpG

Simple Repeats WM + SDust

5 kb GCA_036426135.1 64,099,000 64,100,000 64,101,000 64,102,000 64,103,000 64,104,000 64,105,000 64,106,000 64,107,000 GC Percent in 5-Base Windows Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green) RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF Genomic Intervals Masked by WindowMasker + SDust g721.t1 NM_001083927.1

L2d2 MIR MIRb MIR3 (GGCGGT)n

MIR3

MER20

MIR3

MIR3 MER5A

L1MC4 L1MC1

MER20 L2c

GC Percent

Repeats