Scale CM080105.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_029633855.2 30,327,000 30,328,000 30,329,000 30,330,000 30,331,000 30,332,000 30,333,000 30,334,000 30,335,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g922.t1

DR0179002 DR0179005 DR0178827 DR0179005 DR0237133 DR0237652

A-rich DR0237609 DR0237869 DR0236706 DR0179311 DR0236753 DR0236706

DR0236688 DR0179085 DR0236968 DR0179433 DR0237609

DR0179128

GC Percent

Repeats