Scale NC_069710.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_027358585.1 12,073,000 12,074,000 12,075,000 12,076,000 12,077,000 12,078,000 12,079,000 12,080,000 12,081,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust anks3 anks3 anks3 wdr24 wdr24 wdr24 wdr24 wdr24 wdr24 wdr24 wdr24 wdr24 wdr24

anks3 anks3 anks3 wdr24 wdr24 wdr24 wdr24 wdr24 wdr24 wdr24 wdr24 wdr24 wdr24

NM_001114565.1 NM_213063.1

DR0117368 DR0117368

DR0118271 DR0116968 (AC)n DR0118306 (TG)n (AGC)n DR0117402 (CA)n

(TG)n DR0117916

DR0117661 (TG)n DR0117052 (TC)n DR0118200 DR0117706

DR0118196 DR0116956 DR0117829

DR0117710 DR0117710

DR0117052 DR0117197

DR0117778 DR0117034 (GT)n (GT)n

DR0117528 DR0117711

GC Percent

Repeats