Scale 5 kbl 1 GCA_031876335.1
CM063088.1: 77,002,000 | 77,003,000 77,004,000  77,005000! 77,006,000 77,007,000! 77,008000! 77,009,000T 77,010,000 77,011,000 |

GC Percent! 11 (RN 10 a1 ommnd o+ e SRR TSRS ARR om0 v e o

u ustus Gene Predictions
RefSeq NAs mapped to this assembé/
CpG Islands (Islands < 300 Bases are Light Green)
Unmasked CpG
RepeatMasker Repetitive Elements

AT%:] ] X7B_LINE B MER67D MERS8C MER63B
Charlie22a H L1MC4a A (AT)n B MER129 H
A-rich 8 (AT)n 1 AL1lb
Repeats MIRb XX (ACATA('\:Xn 1
(TATACA)n § LIMC4 ®
MLTIN2 bz L1M4c TR
(TACATG)n |
Simple Tandem Repeats by TRF

Simple Repeats 1 P ri P v | | 1

WM+SDust I INILITL 10 11 1Im m o ||-ﬁe"°ﬂ'°ﬁ“’fwwi‘1m’iﬁ3[)iﬂ| I IR Il rEnE



