Scale 5 kbt | GCF_013358815.1
NC_049535.1: | 12,132,000 | 12,133,000 | 12,134,000 | 12,135,000 | 12,136,000 | 12,137,000 | 12,138,000 | 12,139,000 | 12,140,000 |

GC Percent NIEINELTE 00 AR NN ONRRANMAUEAD FVTEIE T IHI\ \ \IH i \I TTRTRTE Ay ﬂnmu ﬁfeiﬁﬁ\ﬁww(i%\mllll L T U AR [ I\’III RN (VAT NV T L]
%

RefSeq genes, curated and predic
XM_035523499.1 #===-mp-- -l
XMZ035523502.1 ++===-m— -~k

XM 035523483.1
XM 035523487.1
XM 035523480.1
XM 035523482.1
XM 035523485.1
NCBI RefSeq genes, predic upset *or XR_*

XM_035523499.1 -k
XM_035523502.1 +====----mp--i-- 1

XM 035523483.1

XM 035523487.1

XM 035523480.1

XM 035523482.1

XM 035523485.1

NCBI RefSeq other annotations (not NM_*, NR _*, XM_*, XR_*, NP_* or YP_*)
Ensembl genés 2020”08

icall
icall
Augustu ictio
Augustus Hi—. g
ot If % H]FléNﬁs m%pped to this asl_semd/ )
slands (Islands < es are Li reen
Unmasked CpG | P d
SINE Repeating Elements by RepeatMasker
Simple ] >>>>00>555055 1>l 11 1 11 1
Low Complexity E
RNA

Il Tandem Repeats by TRF
Simple Repeats ~ HEN 1 - — | T p fd yM ARpR
askKe [o) asker + ust
wM+sbust 1 1 E 1N | iaRRE Rl Masked by WindopMasker £ SDust o e i il



