Scale
CM066693.1:

GC Percent

Unmasked CpG

Repeats

Simple Repeats
WM + SDust

5 kbl
| 127,711,000 1 127,712,000 |
LT AT ANIYRTICAN O T TRTETITA TN

DR0348751 ==&

DR0348727 B
DR0350309 1

1 GCA_033958435.1

127,713,000 | 127,714,000 | 127,715,000 127,716,000 127,717,0001 127,718,000! 127,719,000 |

i on oo PR o YA 0 om0 e ——— -

Augustus Gene Predictions
RefSeq mRNAs mapped to this ass_emblg
CpG Islands (Islands < 300 Bases are Light Green)

preatMasker Repetitive Elements

DR0348711 DR0348828 EEEEEEEEEHl
DR0348092 t¢cccceccce DR0350000
DR0349143 1 DR0348769 IaiIIxiaaan
DR0349605 H DR0349288 EXEEEIEIIIIIEEIIIIIEI

DR0348783
DR0350258
DR0349667 XX
(TCATC)n
Simple Tandem Repeats by TRF

Epomic IR eV indMasker + SDust - o oy




