Scale CM050620.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_027579695.1 43,670,000 43,671,000 43,672,000 43,673,000 43,674,000 43,675,000 43,676,000 43,677,000 43,678,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust lrrcc1 lrrcc1 lrrcc1

lrrcc1 lrrcc1 lrrcc1

DR0072013 DR0256911 DR0595753 DR0070226

DR0118009 DR0117176 DR0641576 DR0118009

DR0072909 DR0072909 DR0117781 DR0072842 DR0257115 DR0659129 DR0257941 DR0257038

DR0211468

DR0117723 DR0117457 DR0256773

DR0116777

DR0117781

(G)n DR0659485

DR0211832

DR0257713 DR0072562

GC Percent

Repeats