Scale CM029183.1:

Unmasked CpG

Simple Repeats WM + SDust

5 kb GCA_016904835.1 45,526,000 45,527,000 45,528,000 45,529,000 45,530,000 45,531,000 45,532,000 45,533,000 45,534,000 GC Percent in 5-Base Windows Augustus Gene Predictions TOGA annotations using chicken/galGal6 as reference

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green) RepeatMasker Repetitive Elements Simple Tandem Repeats by TRF Genomic Intervals Masked by WindowMasker + SDust g751.t1 PHACTR1_rna-XM_015275828.2.1 PHACTR1_rna-XM_025147011.1.1 PHACTR1_rna-XM_015275824.2.1 PHACTR1_rna-XM_015275826.2.1 PHACTR1_rna-XM_015275829.2.1 PHACTR1_rna-XM_025147009.1.1 PHACTR1

(GGGT)n (TCC)n

GC Percent

Repeats