
Scale
CM068885.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_035149785.1
114,666,000 114,667,000 114,668,000 114,669,000 114,670,000 114,671,000 114,672,000 114,673,000 114,674,000

GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

g261.t1

NM_001086243.1

(GCG)n (TAGAAC)n (ATTGTT)n
(AAT)n

GC Percent

Repeats


