Scale

5 kbt { GCA_030936125.1
CMO061645.1: 44,475,000 | 44,476,000 | 44,477,000 44,478,000 | zgt,;wg,ooo_l 3 44,480,000 | 44,481,000 44,482,000 |7 44,483,000 | 44,484,000 |
rcent | - Se Indows
ac Percentlll 11 01 wwamm e owr e v v oo wnne SEVEETTMY SEF O o o i o e o o -
A ustus Gene Predictions
RefSe NAs mapped to this assem (2,
CpG Islands (Islands < 300 Bases are Light Green)
Unmasked CpG
RepeatMaskerizepennve Elements
(CCCTT)n UCON26 A-rich UCON18 &
Repeats DR0079598 EEEEl (TTTTC)n I A-rich E DR0079496 ==
DR0079568 33 DR0079559 Xaxxd
. Simple Tandem Repeats by TRF
Simple Repeats |

DR0079568 k¢
WM + SDust| | Wl

I fn(imlc In iervlals Mafkid by erﬁoviMasker + Sﬂ.ﬁt



