Scale CM062917.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_031878705.1 57,310,000 57,311,000 57,312,000 57,313,000 57,314,000 57,315,000 57,316,000 57,317,000 57,318,000 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

L1M6 L1ME3C (ATTAT)n

Eutr11 GA-rich L1M5

L1ME1 MLT1F2

L1MD tRNA-Glu-GAG_v

GC Percent

Repeats