Scale NC_079211.1:

Augustus

Unmasked CpG

Simple Repeats WM + SDust

5 kb GCF_029633865.1 51,670,000 51,671,000 51,672,000 51,673,000 51,674,000 51,675,000 51,676,000 51,677,000 51,678,000 GC Percent in 5-Base Windows NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*) NCBI RefSeq genes, predicted subset (XM_* or XR_*) NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green) RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF Genomic Intervals Masked by WindowMasker + SDust pigg pigg

NM_001310689.2

DR0255862 DR0608494 DR0146091

(TA)n

DR0162226 DR0559350 DR0077243

(G)n

DR0444477 DR0199313 DR0199313

DR0654436

DR0586552 DR0145770 DR0609853

DR0583353 DR0141189

DR0495437

DR0140820

DR0611322

DR0150300 DR0269067

DR0059587

DR0569250 (ATCA)n

DR0358063

DR0268836

DR0269232

DR0059587 (A)n

DR0494176

DR0365798

DR0363433

DR0608253 DR0062787 DR0162739

DR0587143 DR0015333

DR0443607 DR0140394 DR0030593 DR0495461

GC Percent

Repeats