Scale CM078133.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_039877785.1 11,711,000 11,712,000 11,713,000 11,714,000 11,715,000 11,716,000 11,717,000 11,718,000 11,719,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g509.t1 g509.t2 g509.t3

NM_001030580.1

(GT)n (AC)n

(AC)n

(TA)n (TGTC)n GA-rich

(TCTCTG)n (TCCC)n (GT)n (CA)n

(TTCTCC)n (TGTGTG)n (AG)n

GC Percent

Repeats